The proposed agenda was approved.
Minute 4. Minutes of the previous meeting
The minutes of the meeting held in Niigata, Japan in 2009 were approved.
Minute 5. Matters arising from the previous meeting
(1) ATCC type strain of Helicobacter cinaedi. The history of this particular example of the type strain has been outlined in previous published minutes. In brief, this strain has at some point in time been substituted with a strain of a different species, yielding significant potential for confusion. We have previously requested ATCC to remove it from the collection, but this action has not been taken although there is a precedent with other culture collections. GenBank have similarly been contacted but we have not received a response from them. Given that the type strain of a species is a taxonomic reference of unrivalled significance, the Subcommittee members unanimously felt the potential for confusion and subsequent misidentifications is severe. Regarding GenBank, this too was discussed as a potential source of error, given that the ultimate identity of a sequence is not subject to rigorous peer check. For example, a plasmid sequence from Campylobacter coli was deposited under the name of Campylobacter hyoilei shown many years ago to be a subjective synonym of the former. The Subcommittee expressed concerns at the significant potential such errors of labelling can have for strain misidentification when these incorrectly labelled materials are used as reference points. Related to this topic is the ongoing concern of the Subcommittee members about supposed new species described in journals (both outside and inside the auspices of the ICSP) that do not adequately meet the required standards to unequivocally show the novelty of the taxon. Past examples have included Campylobacter hyoilei, Campylobacter lanienae (phenotypically indistinguishable from Campylobacter hyointestinalis subsp. lawsonii, which was excluded from the comparison), and 'Helicobacter suncus' (no DNA-DNA hybridization data and 16S rRNA gene sequence similarities with extant taxa exceeding 97.0%). The members present agreed that action should be taken, and two measures were agreed. The first was to draft a letter to be sent to editors of the major international publishers relating our concerns and the dangers of inappropriate descriptions; the second was to contact the Judicial Commission formally requesting that at least one member of the Subcommittee always be engaged when papers describing new Epsilonproteobacteria taxa are submitted for review or publication in the validation lists.
(2) New minimal standards for description of species belonging to the Epsilonproteobacteria. It was felt that producing new minimal standards for the formal description of new species would prove helpful in assuring the quality of the same, given the concerns related above. Minimal standards for the Campylobacteraceae were published in 1994 and did not account for Sulfurospirillum; similar standards for Helicobacter were published in 2000 but did not encompass the wider family which included Wolinella. Neither publication accounted for the rapid progress and impact of whole-genome sequencing in the field, and no guidelines for the description of free-living taxa such as the Nautilaceae have ever been published. Two sets of standards were envisaged: (1) Campylobacteraceae and Helicobacteraceae; and (2) free-living Epsilonproteobacteria including Nautilaceae. Potential contributors to the documents were discussed.
Minute 6. MALDI-TOF based identification of species This approach was finding favour in laboratories worldwide owing to its analytical speed and low running costs. Two members of the Subcommittee had experience with the approach but with somewhat different outcomes. At the time of the meeting, the USDA study had just been completed, and so the full report was not yet available; however, W. G. Miller provided a summary report that was not favourable, although he recognized the work was undertaken on a somewhat dated model. Dr M egraud's opinions were more positive and the Subcommittee was referred to a paper in Clinical Microbiology and Infection for a good summary. Dr M egraud reported many labs in Europe were turning to this. The Subcommittee would consider these reports and review as required, given the potential to inform new minimal standards documents. Minute 11. Future meetings For some time, the favoured location of face-to-face (Closed) and public (Open) meetings had been the biennial CHRO workshops; however, increasing travel costs and the global financial crisis had placed increasing pressure on budgets. The possibility of introducing telephone conferences in between formal meetings was discussed and felt to be a good idea for the future.
Minute 12. Agenda for the Open Meeting
This was discussed and agreed to comprise the following items: (a) Functions of a subcommittee; (b) Matters discussed during the Closed Meeting; and (c) Questions or comments from participants. A delegate raised the issue of type strain deposition in culture collections situated in at least two different countries. Presently this was an ICSP requirement and unlikely to be challenged by the Subcommittee. A question was raised about the number of strains needed to be deposited as reference cultures. The current requirement is for the type strain only, with a view expressed that species diversity would be explored subsequently in later studies. However, given a variety of examples including C. hyointestinalis and H. cinaedi, it was clear that a single strain does not necessarily adequately represent the species as a whole. Current minimal standards for both Campylobacteraceae and Helicobacter species contained a requirement for new species to be described using a study set of at least five individual strains. 
